SEQUENCE LISTING 



<110> FIVE PRIME THERAPEUTICS, INC. HAPjM! r ^T^TT^ H <m n ITfcJSS 

WONG, JUSTIN W^Wb^^tf^W^li^ I© APR 
HESTIR, KEVIN 
COLLINS, AMY 

<120> KIAA077 9, SPLICE VARIANTS THEREOF, AND METHODS OF THEIR USE 

<130> 08940.0030-00304 

<140> PCT/US2004/033408 
<141> 2004-10-12 

<150> 60/510,612 
<151> 2003-10-10 

<160> 38 

<170> Patentln version 3.2 

<210> 1 

<211> 291 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atgctgacgc tcggtgaaca gttgcctttg gtcacaagat ttagaagaca cagtgtccat 60 

cctcccagat tggatctctt tttcatatgg atcttctgtt tctatgtctt tttaaaaaat 120 

aactttttgg gaaacctttt ggattacaac tgttcatcct cacctatgca aagaaaggga 180 

agctattgct gggattttga ggagatggtc ctagaacaat tggagattca tacgcacaca 240 

aagaacctca acccttacct cacaccagac acaaaagcta ccttcaaata a 291 

<210> 2 

<211> 231 

<212> DNA 

<213> Homo sapiens 

<400> 2 

atgctgacgc tcggtgaaca gttgcctttg gtcacaagat ttagaagaca cagtgtccat 60 

cctcccagat tggatctctt tttcatatgg atcttctgtt tctatgtctt tttaaaaaat 120 

aactttttgg gaaacctttt ggattacaac tgttcatcct cacctatgca aagaaaggga 180 

agctattgct gggattttga ggaggcagtc cgttgccact gggcagtata g 231 

<210> 3 

<211> 1962 

<212> DNA 

<213> Homo sapiens 



<400> 3 



atggagcctt 


cgggcagtga 


acagttattt 


gaggaccctg 


atcctggagg 


caaatcccaa 


60 


gatgcagagg 


ccagaaagca 


gacagaatca 


gaacaaaaat 


tgtctaaaat 


gacccacaat 


120 


gctttggaga 


acattaacgt 


gattggccaa 


ggcttgaagc 


atctcttcca 


gcaccagcgc 


180 


aggaggtcat 


cagtgtctcc 


acatgatgtg 


cagcaaattc 


aggcagatcc 


agaacctgaa 


240 


atggatctgg 


aaagccagaa 


cgcatgtgct 


gagattgatg 


gtgtccccac 


ccaccccaca 


300 


gctctgaatc 


gtgtcctgca 


gcagattcga 


gtgccaccca 


agatgaagag 


agggacaagc 


360 


ttgcatagta 


ggcggggcaa 


gccagaggcc 


ccaaagggaa 


gtccccaaat 


caacaggaag 


420 


tctggtcagg 


agatgacagc 


tgttatgcag 


tcaggccgac 


ccaggtcttc 


atccacaact 


480 


gatgcaccta 


ccggctctgc 


tatgatggaa 


atagcttgtg 


ctgctgctgc 


tgctgctgct 


540 


gcatgtctac 


caggagagga 


gggaactgcg 


gagcggatcg 


aacggttgga 


agtaagcagc 


600 


cttgcccaaa 


catccagtgc 


agtggcctcc 


agtaccgatg 


gcagcatcca 


cacagactct 


660 


gtggatggaa 


caccagaccc 


tcagcgcaca 


aaggctgcca 


ttgctcacct 


gcagcagaag 


720 


atcctgaagc 


tcacagaaca 


aatcaagatt 


gcacaaacag 


cccgggacga 


caacgttgct 


780 


gaatacttga 


agcttgccaa 


cagtgcagac 


aaacagcagg 


ctgcccgcat 


caagcaagtc 


840 


tttgagaaga 


agaaccagaa 


atctgcccaa 


actatcctcc 


agctgcaaaa 


gaaacttgag 


900 


cactaccaca 


ggaagctcag 


agaggtagag 


cagaatggga 


tcccccggca 


gccaaaggat 


960 


gtcttcaggg 


acatgcacca 


gggtctgaag 


gatgtaggag 


caaaggtgac 


tggcttcagt 


1020 


gaaggtgtgg 


tggatagtgt 


caaaggtggg 


ttttccagct 


tctcccaggc 


cacccattca 


1080 


gcagcaggcg 


ctgtagtctc 


aaagcccaga 


gagattgcct 


cactcattcg 


gaacaaattt 


1140 


ggcagtgcag 


acaacatccc 


caacctgaag 


gactctttag 


aggaagggca 


agtggatgat 


1200 


gcggggaagg 


ctttgggagt 


gatttcaaac 


tttcagtcta 


gcccaaaata 


tggtagtgaa 


1260 


gaagattgtt 


ctagtgccac 


ttcaggctca 


gtgggagcca 


acagcaccac 


agggggcatc 


1320 


gctgtaggag 


catccagctc 


caaaacaaac 


accctggaca 


tgcagagctc 


aggatttgat 


1380 


gcactactac 


atgagatcca 


ggagatccgg 


gaaacccagg 


ccagactaga 


ggaatccttt 


1440 


gagactctca 


aggaacatta 


tcagagggac 


tattccttaa 


taatgcagac 


cttacaggag 


1500 


gagcgatata 


gatgtgaacg 


attggaagaa 


cagctaaatg 


acctaacaga 


gctccaccag 


1560 


aatgaaatct 


tgaacttgaa 


gcaggaactg 


gcaagcatgg 


aagaaaaaat 


cgcgtatcag 


1620 


tcctatgaac 


gggcccggga 


catccaggag 


gccctggagg 


catgccagac 


gcgcatctcc 


1680 



aaga t ggagc 


t gcagcagca 


gcagcagcag 


gtggtgcagc 


tagaagggct 


ggagaatgcc 




actgcccgga 


accttctggg 


caaactcatc 


aacatcctcc 


tggctgtcat 


ggcagtcctt 


1800 


ttggtctttg 


tctccactgt 


agccaactgt 


gtggtccccc 


tcatgaagac 


tcgcaacagg 


1860 


acgttcagca 


ctttattcct 


tgtggttttt 


attgcctttc 


tctggaagca 


ctgggacgcc 


1920 


ctcttcagct 


atgtggaacg 


gttcttttca 


tcccctagat 


ga 




1962 


<210> 4 

<211> 366 

<212> DNA 

<213> Homo sapiens 












<400> 4 
atggaagaaa 


aaatcgcgta 


t cagtcctat 


gaacgggccc 


gggacatcca 


ggaggccctg 


bU 


gaggcatgcc 


agacgcgcat 


ctccaagatg 


gagctgcagc 


agcagcagca 


gcaggtggtg 


120 


cagctagaag 


ggctggagaa 


tgccactgcc 


cggaaccttc 


tgggcaaact 


catcaacatc 


180 


ctcctggctg tcatggcagt 


ccttttggtc 


tttgtctcca 


ctgtagccaa 


ctgtgtggtc 


240 


cccctcatga 


agactcgcaa 


caggacgttc 


agcactttat 


tccttgtggt 


ttttattgcc 


300 


tttctctgga 


agcactggga 


cgccctcttc 


agctatgtgg 


aacggttctt 


ttcatcccct 


360 


agatga 












366 


<210> 5 

<211> 645 

<212> DNA 

<213> Homo sapiens 












<400> 5 
atggagcctt 


cgggcagtga 


acagt tai zz 


gaggaccctg 


at cctggagg 


caaatcccaa 


c n 

dU 


gatgcagagg 


ccagaaagca 


gacagaat ca 


gaacaaaaat 


tgtctaaaat 


gacccacaat 


120 


gctttggaga 


acattaacgt 


gattggccaa 


ggctt gaagc 


atctcttcca 


gcaccagcgc 


ion 
laU 


aggaggtcat 


cagtgtctcc 


acatgatgtg 


cagcaaattc 


aggcagatcc 


agaacctgaa 


240 


atggatctgg 


aaagccagaa 


cgcatgtgct 


gagattgatg 


gtgtccccac 


ccaccccaca 


300 


gctctgaatc 


gtgtcctgca 


gcagattcga 


gtgccaccca 


agatgaagag 


agggacaagc 


360 


ttgcatagta 


ggcggggcaa 


gccagaggcc 


ccaaagggaa 


gtccccaaat 


caacaggaag 


420 


tctggtcagg agatgacagc 


tgttatgcag 


tcaggccgac 


ccaggtcttc 


atccacaact 


480 


gatgcaccta 


ccagctctgc 


tatgatggaa 


atagcttgtg 


ctgctgctgc 


tgctgctgct 


540 



gcatgtctac 


caggagaaat 


gccactgccc 


ggaaccttct 


gggcaaactc 


atcaacatcc 


600 


tcctggctgt 


catggcagtc 


cttttggtct 


ttgtctccac 


tgtag 




645 


<210> 6 

<211> 1962 

<212> DNA 

<213> Homo sapiens 












<400> 6 
atggagcctt 


cgggcagtga 


acagttattt 


gaggaccctg 


atcctggagg 


caaatcccaa 


60 


gatgcagagg 


ccagaaagca 


gacagaatca 


gaacaaaaat 


tgtctaaaat 


gacccacaat 


120 


gctttggaga 


acattaacgt 


gattggccaa 


ggcttgaagc 


atctcttcca 


gcaccagcgc 


180 


aggaggtcat 


cagtgtctcc 


acatgatgtg 


cagcaaattc 


aggcagatcc 


agaacctgaa 


240 


atggatctgg 


aaagccagaa 


cgcatgtgct 


gagattgatg 


gtgtccccac 


ccaccccaca 


300 


gctctgaatc 


gtgtcctgca 


gcagattcga 


gtgccaccca 


agatgaagag 


agggacaagc 


360 


ttgcatagta 


ggcggggcaa 


gccagaggcc 


ccaaagggaa 


gtccccaaat 


caacaggaag 


420 


tctggtcagg 


agatgacagc 


tgttatgcag 


tcaggccgac 


ccaggtcttc 


atccacaact 


480 


gatgcaccta 


ccggctctgc 


tatgatggaa 


atagcttgtg 


ctgctgctgc 


tgctgctgct 


540 


gcatgtctac 


caggagagga 


gggaactgcg 


gagcggatcg 


aacggttgga 


agtaagcagc 


600 


cttgcccaaa 


catccagtgc 


agtggcctcc 


agtaccgatg 


gcagcatcca 


cacagactct 


660 


gtggatggaa 


caccagaccc 


tcagcgcaca 


aaggctgcca 


ttgctcacct 


gcagcagaag 


720 


atcctgaagc 


tcacagaaca 


aatcaagatt 


gcacaaacag 


cccgggacga 


caacgttgct 


780 


gaatacttga 


agcttgccaa 


cagtgcagac 


aaacagcagg 


ctgcccgcat 


caagcaagtc 


840 


tttgagaaga 


agaaccagaa 


atctgcccaa 


actatcctcc 


agctgcaaaa 


gaaacttgag 


900 


cactaccaca 


ggaagctcag 


agaggtagag 


cagaatggga 


tcccccggca 


gccaaaggat 


960 


gtcttcaggg 


acatgcacca 


gggtctgaag 


gatgtaggag 


caaaggtgac 


tggcttcagt 


1020 


gaaggtgtgg 


tggatagtgt 


caaaggtggg 


ttttccagct 


tctcccaggc 


cacccattca 


1080 


gcagcaggcg 


ctgtagtctc 


aaagcccaga 


gagattgcct 


cactcattcg 


gaacaaattt 


1140 


ggcagtgcag 


acaacatccc 


caacctgaag 


gactctttag 


aggaagggca 


agtggatgat 


1200 


gcggggaagg 


ctttgggagt 


gatttcaaac 


tttcagtcta 


gcccaaaata 


tggtagtgaa 


1260 


gaagattgtt 


ctagtgccac 


ttcaggctca 


gtgggagcca 


acagcaccac 


agggggcatc 


1320 


gctgtaggag 


catccagctc 


caaaacaaac 


accctggaca 


tgcagagctc 


aggatttgat 


1380 



gcactactac 


atgagatcca 


ggagatccgg gaaacccagg 


ccagactaga 


ggaatccttt 


1440 


gagactctca 


aggaacatta 


tcagagggac tattccttaa 


taatgcagac 


cttacaggag 


1500 


gagcgatata 


gatgtgaacg 


attggaagaa cagctaaatg 


acctaacaga 


gctccaccag 


1560 


aatgaaatct 


tgaacttgaa 


gcaggaactg gcaagcatgg 


aagaaaaaat 


cgcgtatcag 


1620 


tcctatgaac 


gggcccggga 


catccaggag gccctggagg 


catgccagac 


gcgcatctcc 


1680 


aagatggagc 


tgcagcagca 


gcagcagcag gtggtgcagc 


tagaagggct 


ggagaatgcc 


1740 


actgcccgga 


accttctggg 


caaactcatc aacatcctcc 


tggctgtcat 


ggcagtcctt 


1800 


ttggtctttg 


tctccactgt 


agccaactgt gtggtccccc 


tcatgaagac 


tcgcaacagg 


1860 


acgttcagca 


ctttattcct 


tgtggttttt attgcctttc 


tctggaagca 


ctgggacgcc 


1920 


ctcttcagct 


atgtggaacg 


gttcttttca tcccctagat 


ga 




1962 



<210> 7 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Leu Thr Leu Gly Glu Gin Leu Pro Leu Val Thr Arg Phe Arg Arg 
15 10 15 



His Ser Val His Pro Pro Arg Leu Asp Leu Phe Phe lie Trp lie Phe 
20 25 30 



Cys Phe Tyr Val Phe Leu Lys Asn Asn Phe Leu Gly Asn Leu Leu Asp 
35 40 "* 45 



Tyr Asn Cys Ser Ser Ser Pro Met Gin Arg Lys Gly Ser Tyr Cys Trp 
50 55 60 



Asp Phe Glu Glu Met Val Leu Glu Gin Leu Glu He His Thr His Thr 
65 70 75 80 



Lys Asn Leu Asn Pro Tyr Leu Thr Pro Asp Thr Lys Ala Thr Phe Lys 
85 90 95 



<210> 8 

<211> 76 

<212> PRT 

<213> Homo sapiens 



<400> 8 



Met Leu Thr Leu Gly Glu Gin Leu Pro Leu Val Thr Arg Phe Arg Arg 
1 5 10 15 



His Ser Val His Pro Pro Arg Leu Asp Leu Phe Phe lie Trp lie Phe 
20 25 30 



Cys Phe Tyr Val Phe Leu Lys Asn Asn Phe Leu Gly Asn Leu Leu Asp 
35 40 ^ 45 



Tyr Asn Cys Ser Ser Ser Pro Met Gin Arg Lys Gly Ser Tyr Cys Trp 
50 55 60 



Asp Phe Glu Glu Ala Val Arg Cys His Trp Ala Val 
65 70 75 



<210> 9 

<211> 653 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Glu Pro Ser Gly Ser Glu Gin Leu Phe Glu Asp Pro Asp Pro Gly 
1 5 10 15 



Gly Lys Ser Gin Asp Ala Glu Ala Arg Lys Gin Thr Glu Ser Glu Gin 
20 25 30 



Lys Leu Ser Lys Met Thr His Asn Ala Leu Glu Asn lie Asn Val lie 
35 40 45 



Gly Gin Gly Leu Lys His Leu Phe Gin His Gin Arg Arg Arg Ser Ser 
50 55 60 



Val Ser Pro His Asp Val Gin Gin lie Gin Ala Asp Pro Glu Pro Glu 
65 70 75 80 



Met Asp Leu Glu Ser Gin Asn Ala Cys Ala Glu lie Asp Gly Val Pro 
85 90 95 



Thr His Pro Thr Ala Leu Asn Arg Val Leu Gin Gin lie Arg Val Pro 
100 105 110 



Pro Lys Met Lys Arg Gly Thr Ser Leu His Ser Arg Arg Gly Lys Pro 
115 120 125 



Glu Ala Pro Lys Gly Ser Pro Gin lie Asn Arg Lys Ser Gly Gin Glu 
130 135 140 



Met Thr Ala Val Met Gin Ser Gly Arg Pro Arg Ser Ser Ser Thr Thr 
145 150 155 160 



Asp Ala Pro Thr Gly Ser Ala Met Met Glu He Ala Cys Ala Ala Ala 
165 170 ' 175 



Ala Ala Ala Ala Ala Cys Leu Pro Gly Glu Glu Gly Thr Ala Glu Arg 
180 185 190 



He Glu Arg Leu Glu Val Ser Ser Leu Ala Gin Thr Ser Ser Ala Val 
195 200 205 



Ala Ser Ser Thr Asp Gly Ser He His Thr Asp Ser Val Asp Gly Thr 
210 215 220 



Pro Asp Pro Gin Arg Thr Lys Ala Ala He Ala His Leu Gin Gin Lys 
225 230 235 240 



He Leu Lys Leu Thr Glu Gin He Lys He Ala Gin Thr Ala Arg Asp 
245 250 255 



Asp Asn Val Ala Glu Tyr Leu Lys Leu Ala Asn Ser Ala Asp Lys Gin 
260 265 270 



Gin Ala Ala Arg lie Lys Gin Val Phe Glu Lys Lys Asn Gin Lys Ser 
275 280 285 



Ala Gin Thr He Leu Gin Leu Gin Lys Lys Leu Glu His Tyr His Arg 
290 295 " 300 



Lys Leu Arg Glu Val Glu Gin Asn Gly He Pro Arg Gin Pro Lys Asp 
305 310 315 ' 320 



Val Phe Arg Asp Met His Gin Gly Leu Lys Asp Val Gly Ala Lys Val 
325 330 " 335 



Thr Gly Phe Ser Glu Gly Val Val Asp Ser Val Lys Gly Gly Phe Ser 
340 345 350 



Ser Phe Ser Gin Ala Thr His Ser Ala Ala Gly Ala Val Val Ser Lys 
355 360 365 



Pro Arg Glu lie Ala Ser Leu lie Arg Asn Lys Phe Gly Ser Ala Asp 
370 375 " 380 



Asn lie Pro Asn Leu Lys Asp Ser Leu Glu Glu Gly Gin Val Asp Asp 
385 390 395 400 



Ala Gly Lys Ala Leu Gly Val lie Ser Asn Phe Gin Ser Ser Pro Lys 
405 410 415 



Tyr Gly Ser Glu Glu Asp Cys Ser Ser Ala Thr Ser Gly Ser Val Gly 
420 425 ' 430 



Ala Asn Ser Thr Thr Gly Gly He Ala Val Gly Ala Ser Ser Ser Lys 
435 440 445 



Thr Asn Thr Leu Asp Met Gin Ser Ser Gly Phe Asp Ala Leu Leu His 
450 455 460 



Glu He Gin Glu He Arg Glu Thr Gin Ala Arg Leu Glu Glu Ser Phe 
465 470 475 480 



Glu Thr Leu Lys Glu His Tyr Gin Arg Asp Tyr Ser Leu He Met Gin 
485 490 495 



Thr Leu Gin Glu Glu Arg Tyr Arg Cys Glu Arg Leu Glu Glu Gin Leu 
500 505 510 



Asn Asp Leu Thr Glu Leu His Gin Asn Glu lie Leu Asn Leu Lys Gin 
515 520 525 



Glu Leu Ala Ser Met Glu Glu Lys He Ala Tyr Gin Ser Tyr Glu Arg 
530 535 540 



Ala Arg Asp He Gin Glu Ala Leu Glu Ala Cys Gin Thr Arg He Ser 
545 550 555 560 



Lys Met Glu Leu Gin Gin Gin Gin Gin Gin Val Val Gin Leu Glu Gly 
565 570 575 



Leu Glu Asn Ala Thr Ala Arg Asn Leu Leu Gly Lys Leu He Asn He 



580 



585 



590 



Leu Leu Ala Val Met Ala Val Leu Leu Val Phe Val Ser Thr Val Ala 
595 600 605 



Asn Cys Val Val Pro Leu Met Lys Thr Arg Asn Arg Thr Phe Ser Thr 
610 615 620 



Leu Phe Leu Val Val Phe lie Ala Phe Leu Trp Lys His Trp Asp Ala 
625 630 635 * 640 



Leu Phe Ser Tyr Val Glu Arg Phe Phe Ser Ser Pro Arg 
645 650 



<210> 10 

<211> 26 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Leu Thr Leu Gly Glu Gin Leu Pro Leu Val Thr Arg Phe Arg Arg 
15 10 15 



His Ser Val His Pro Pro Arg Leu Asp Leu 
20 25 



<210> 


11 




<211> 


47 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


11 




Asn Cys 


Ser 


Ser Ser 


1 




5 



10 15 



Phe Glu Glu Met Val Leu Glu Gin Leu Glu He His Thr His Thr Lys 
20 25 30 



Asn Leu Asn Pro Tyr Leu Thr Pro Asp Thr Lys Ala Thr Phe Lys 
35 40 45 



<210> 12 

<211> 26 

<212> PRT 

<213> Homo sapiens 



<400> 12 



Met Leu Thr Leu Gly Glu Gin Leu Pro Leu Val Thr Arg Phe Arg Arg 
1 5 10 15 



His Ser Val His Pro Pro Arg Leu Asp Leu 
20 25 



<210> 


13 




<211> 


27 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


13 




Asn Cys 


Ser 


Ser Ser 


1 




5 



10 15 



Phe Glu Glu Ala Val Arg Cys His Trp Ala Val 
20 25 



<210> 


14 


<211> 


591 


<212> 


PRT 


<213> 


Homo 


<400> 


14 


Met Glu Pro 


1 





10 15 



Gly Lys Ser Gin Asp Ala Glu Ala Arg Lys Gin Thr Glu Ser Glu Gin 
20 25 30 



Lys Leu Ser Lys Met Thr His Asn Ala Leu Glu Asn lie Asn Val lie 
35 40 45 



Gly Gin Gly Leu Lys His Leu Phe Gin His Gin Arg Arg Arg Ser Ser 
50 55 60 



Val Ser Pro His Asp Val Gin Gin He Gin Ala Asp Pro Glu Pro Glu 
65 70 75 80 



Met Asp Leu Glu Ser Gin Asn Ala Cys Ala Glu He Asp Gly Val Pro 
85 90 95 



Thr His Pro Thr Ala Leu Asn Arg Val Leu Gin Gin He Arg Val Pro 
100 105 110 



Pro Lys Met Lys Arg Gly Thr Ser Leu His Ser Arg Arg Gly Lys Pro 



115 



120 



125 



Glu Ala Pro Lys Gly Ser Pro Gin lie Asn Arg Lys Ser Gly Gin Glu 
130 135 140 



Met Thr Ala Val Met Gin Ser Gly Arg Pro Arg Ser Ser Ser Thr Thr 
145 150 155 160 



Asp Ala Pro Thr Gly Ser Ala Met Met Glu He Ala Cys Ala Ala Ala 
165 170 175 



Ala Ala Ala Ala Ala Cys Leu Pro Gly Glu Glu Gly Thr Ala Glu Arg 
180 185 190 



He Glu Arg Leu Glu Val Ser Ser Leu Ala Gin Thr Ser Ser Ala Val 
195 200 205 



Ala Ser Ser Thr Asp Gly Ser He His Thr Asp Ser Val Asp Gly Thr 
210 215 220 



Pro Asp Pro Gin Arg Thr Lys Ala Ala He Ala His Leu Gin Gin Lys 
225 230 235 240 



He Leu Lys Leu Thr Glu Gin He Lys He Ala Gin Thr Ala Arg Asp 
245 250 255 



Asp Asn Val Ala Glu Tyr Leu Lys Leu Ala Asn Ser Ala Asp Lys Gin 
260 265 270 



Gin Ala Ala Arg He Lys Gin Val Phe Glu Lys Lys Asn Gin Lys Ser 
275 280 285 



Ala Gin Thr He Leu Gin Leu Gin Lys Lys Leu Glu His Tyr His Arg 
290 295 300 



Lys Leu Arg Glu Val Glu Gin Asn Gly He Pro Arg Gin Pro Lys Asp 
305 310 315 320 



Val Phe Arg Asp Met His Gin Gly Leu Lys Asp Val Gly Ala Lys Val 
325 330 " 335 



Thr Gly Phe Ser Glu Gly Val Val Asp Ser Val Lys Gly Gly Phe Ser 
340 345 350 



Ser Phe Ser Gin Ala Thr His Ser Ala Ala Gly Ala Val Val Ser Lys 
355 360 365 



Pro Arg Glu lie Ala Ser Leu lie Arg Asn Lys Phe Gly Ser Ala Asp 
37 0 37 5 380 



Asn lie Pro Asn Leu Lys Asp Ser Leu Glu Glu Gly Gin Val Asp Asp 
385 390 395 400 



Ala Gly Lys Ala Leu Gly Val lie Ser Asn Phe Gin Ser Ser Pro Lys 
405 410 415 



Tyr Gly Ser Glu Glu Asp Cys Ser Ser Ala Thr Ser Gly Ser Val Gly 
420 425 430 



Ala Asn Ser Thr Thr Gly Gly lie Ala Val Gly Ala Ser Ser Ser Lys 
435 440 445 



Thr Asn Thr Leu Asp Met Gin Ser Ser Gly Phe Asp Ala Leu Leu His 
450 455 460 



Glu lie Gin Glu lie Arg Glu Thr Gin Ala Arg Leu Glu Glu Ser Phe 
465 470 475 480 



Glu Thr Leu Lys Glu His Tyr Gin Arg Asp Tyr Ser Leu lie Met Gin 
485 490 495 



Thr Leu Gin Glu Glu Arg Tyr Arg Cys Glu Arg Leu Glu Glu Gin Leu 
500 505 510 



Asn Asp Leu Thr Glu Leu His Gin Asn Glu lie Leu Asn Leu Lys Gin 
515 520 525 



Glu Leu Ala Ser Met Glu Glu Lys He Ala Tyr Gin Ser Tyr Glu Arg 
530 535 540 



Ala Arg Asp He Gin Glu Ala Leu Glu Ala Cys Gin Thr Arg He Ser 
545 550 555 560 



Lys Met Glu Leu Gin Gin Gin Gin Gin Gin Val Val Gin Leu Glu Gly 
565 570 575 



Leu Glu Asn Ala Thr Ala Arg Asn Leu Leu Gly Lys Leu lie Asn 
580 585 590 



<210> 


15 




<211> 


6 




<212> 


PRT 




<Z lo> 


Homo 


sapiens 


<400> 


15 




Met Lys 


; Thr 


Arg Asn 


1 




5 


<210> 


16 




<211> 


15 




<212> 


PRT 






homo 


sapiens 


<400> 


16 




Asp Ala 


. Leu 


Phe Ser 


1 




5 


<210> 


17 




<211> 


121 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


17 





10 15 



Met Glu Glu Lys lie Ala Tyr Gin Ser Tyr Glu Arg Ala Arg Asp lie 
15 10 15 



Gin Glu Ala Leu Glu Ala Cys Gin Thr Arg lie Ser Lys Met Glu Leu 
20 25 30 



Gin Gin Gin Gin Gin Gin Val Val Gin Leu Glu Gly Leu Glu Asn Ala 
35 40 " 45 



Thr Ala Arg Asn Leu Leu Gly Lys Leu lie Asn lie Leu Leu Ala Val 
50 55 60 



Met Ala Val Leu Leu Val Phe Val Ser Thr Val Ala Asn Cys Val Val 
65 70 75 80 



Pro Leu Met Lys Thr Arg Asn Arg Thr Phe Ser Thr Leu Phe Leu Val 
85 90 95 



Val Phe lie Ala Phe Leu Trp Lys His Trp Asp Ala Leu Phe Ser Tyr 
100 105 110 



Val Glu Arg Phe Phe Ser Ser Pro Arg 
115 120 



<210> 


18 


<211> 


214 


<212> 


PRT 


<213> 


Homo 


<400> 


18 


Met Glu Pro 


1 





10 15 



Gly Lys Ser Gin Asp Ala Glu Ala Arg Lys Gin Thr Glu Ser Glu Gin 
20 25 30 



Lys Leu Ser Lys Met Thr His Asn Ala Leu Glu Asn lie Asn Val lie 
35 40 45 



Gly Gin Gly Leu Lys His Leu Phe Gin His Gin Arg Arg Arg Ser Ser 
50 55 60 



Val Ser Pro His Asp Val Gin Gin He Gin Ala Asp Pro Glu Pro Glu 
65 70 75 80 



Met Asp Leu Glu Ser Gin Asn Ala Cys Ala Glu He Asp Gly Val Pro 
85 90 95 



Thr His Pro Thr Ala Leu Asn Arg Val Leu Gin Gin He Arg Val Pro 
100 105 110 



Pro Lys Met Lys Arg Gly Thr Ser Leu His Ser Arg Arg Gly Lys Pro 
115 120 ~ 125 



Glu Ala Pro Lys Gly Ser Pro Gin He Asn Arg Lys Ser Gly Gin Glu 
130 135 140 



Met Thr Ala Val Met Gin Ser Gly Arg Pro Arg Ser Ser Ser Thr Thr 
145 150 155 160 



Asp Ala Pro Thr Ser Ser Ala Met Met Glu lie Ala Cys Ala Ala Ala 
165 170 { 175 



Ala Ala Ala Ala Ala Cys Leu Pro Gly Glu Met Pro Leu Pro Gly Thr 



180 



185 



190 



Phe Trp Ala Asn Ser Ser Thr Ser Ser Trp Leu Ser Trp Gin Ser Phe 
195 200 205 



Trp Ser Leu Ser Pro Leu 
210 



<210> 19 

<211> 653 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Met Glu Pro Ser Gly Ser Glu Gin Leu Phe Glu Asp Pro Asp Pro Gly 
15 10 * 15 



Gly Lys Ser Gin Asp Ala Glu Ala Arg Lys Gin Thr Glu Ser Glu Gin 
20 25 30 



Lys Leu Ser Lys Met Thr His Asn Ala Leu Glu Asn lie Asn Val lie 
35 40 45 



Gly Gin Gly Leu Lys His Leu Phe Gin His Gin Arg Arg Arg Ser Ser 
50 55 60 



Val Ser Pro His Asp Val Gin Gin lie Gin Ala Asp Pro Glu Pro Glu 
65 70 75 80 



Met Asp Leu Glu Ser Gin Asn Ala Cys Ala Glu He Asp Gly Val Pro 
85 90 95 



Thr His Pro Thr Ala Leu Asn Arg Val Leu Gin Gin He Arg Val Pro 
100 105 110 



Pro Lys Met Lys Arg Gly Thr Ser Leu His Ser Arg Arg Gly Lys Pro 
115 120 125 



Glu Ala Pro Lys Gly Ser Pro Gin He Asn Arg Lys Ser Gly Gin Glu 
130 135 140 



Met Thr Ala Val Met Gin Ser Gly Arg Pro Arg Ser Ser Ser Thr Thr 
145 150 155 160 



Asp Ala Pro Thr Gly Ser Ala Met Met Glu lie Ala Cys Ala Ala Ala 
165 170 " 175 



Ala Ala Ala Ala Ala Cys Leu Pro Gly Glu Glu Gly Thr Ala Glu Arg 
180 185 190 



lie Glu Arg Leu Glu Val Ser Ser Leu Ala Gin Thr Ser Ser Ala Val 
195 200 205 



Ala Ser Ser Thr Asp Gly Ser lie His Thr Asp Ser Val Asp Gly Thr 
210 215 220 



Pro Asp Pro Gin Arg Thr Lys Ala Ala lie Ala His Leu Gin Gin Lys 
225 230 235 240 



lie Leu Lys Leu Thr Glu Gin lie Lys lie Ala Gin Thr Ala Arg Asp 
245 250 255 



Asp Asn Val Ala Glu Tyr Leu Lys Leu Ala Asn Ser Ala Asp Lys Gin 
2 60 265 270 



Gin Ala Ala Arg lie Lys Gin Val Phe Glu Lys Lys Asn Gin Lys Ser 
275 280 ' ' 285 



Ala Gin Thr lie Leu Gin Leu Gin Lys Lys Leu Glu His Tyr His Arg 
290 295 300 



Lys Leu Arg Glu Val Glu Gin Asn Gly lie Pro Arg Gin Pro Lys Asp 
305 ~ 310 315 320 



Val Phe Arg Asp Met His Gin Gly Leu Lys Asp Val Gly Ala Lys Val 
325 330 "* 335 



Thr Gly Phe Ser Glu Gly Val Val Asp Ser Val Lys Gly Gly Phe Ser 
340 345 350 



Ser Phe Ser Gin Ala Thr His Ser Ala Ala Gly Ala Val Val Ser Lys 
355 360 365 



Pro Arg Glu lie Ala Ser Leu lie Arg Asn Lys Phe Gly Ser Ala Asp 
370 375 380 



Asn lie Pro Asn Leu Lys Asp Ser Leu Glu Glu Gly Gin Val Asp Asp 



385 



390 



395 



400 



Ala Gly Lys Ala Leu Gly Val lie Ser Asn Phe Gin Ser Ser Pro Lys 
405 410 415 



Tyr Gly Ser Glu Glu Asp Cys Ser Ser Ala Thr Ser Gly Ser Val Gly 
420 425 430 



Ala Asn Ser Thr Thr Gly Gly He Ala Val Gly Ala Ser Ser Ser Lys 
435 440 445 



Thr Asn Thr Leu Asp Met Gin Ser Ser Gly Phe Asp Ala Leu Leu His 
450 455 460 



Glu He Gin Glu He Arg Glu Thr Gin Ala Arg Leu Glu Glu Ser Phe 
465 470 475 480 



Glu Thr Leu Lys Glu His Tyr Gin Arg Asp Tyr Ser Leu He Met Gin 
485 490 495 



Thr Leu Gin Glu Glu Arg Tyr Arg Cys Glu Arg Leu Glu Glu Gin Leu 
500 505 510 



Asn Asp Leu Thr Glu Leu His Gin Asn Glu He Leu Asn Leu Lys Gin 
515 520 525 



Glu Leu Ala Ser Met Glu Glu Lys lie Ala Tyr Gin Ser Tyr Glu Arg 
530 535 540 



Ala Arg Asp He Gin Glu Ala Leu Glu Ala Cys Gin Thr Arg He Ser 
545 550 555 560 



Lys Met Glu Leu Gin Gin Gin Gin Gin Gin Val Val Gin Leu Glu Gly 
565 570 575 



Leu Glu Asn Ala Thr Ala Arg Asn Leu Leu Gly Lys Leu lie Asn He 
580 585 590 



Leu Leu Ala Val Met Ala Val Leu Leu Val Phe Val Ser Thr Val Ala 
595 600 605 



Asn Cys Val Val Pro Leu Met Lys Thr Arg Asn Arg Thr Phe Ser Thr 
610 615 " 620 



Leu Phe Leu Val Val Phe lie Ala Phe Leu Trp Lys His Trp Asp Ala 
625 630 635 " 640 



Leu Phe Ser Tyr Val Glu Arg Phe Phe Ser Ser Pro Arg 
645 650 



<210> 20 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Glu Glu Lys lie Ala Tyr Gin Ser Tyr Glu Arg Ala Arg Asp lie 
15 10 15 



Gin Glu Ala Leu Glu Ala Cys Gin Thr Arg lie Ser Lys Met Glu Leu 
20 25 30 



Gin Gin Gin Gin Gin Gin Val Val Gin Leu Glu Gly Leu Glu Asn Ala 
35 40 45 



Thr Ala Arg Asn Leu Leu Gly Lys 
50 55 



<210> 21 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Asn Cys Val Val Pro Leu Met Lys Thr Arg Asn Arg Thr Phe 
1 5 10 



<210> 22 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Glu Arg Phe Phe Ser Ser Pro Arg 
1 5 



<210> 23 

<211> 23 

<212> PRT 

<213> Homo sapiens 



<400> 23 

He Leu Leu Ala Val Met Ala Val Leu Leu Val Phe Val Ser Thr Val 
15 10 15 



Ala Asn Cys Val Val Pro Leu 
20 



<210> 


24 


<211> 


18 


<212> 


PRT 


<213> 


Homo 


<400> 


24 



Thr Phe Ser Thr Leu Phe Leu Val Val Phe He Ala Phe Leu Trp Lys 
1 5 10 15 



His Trp 



<210> 25 

<211> 59 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Met Glu Glu Lys He Ala Tyr Gin Ser Tyr Glu Arg Ala Arg Asp He 
15 10 15 



Gin Glu Ala Leu Glu Ala Cys Gin Thr Arg He Ser Lys Met Glu Leu 
20 " 25 30 



Gin Gin Gin Gin Gin Gin Val Val Gin Leu Glu Gly Leu Glu Asn Ala 
35 40 45 



Thr Ala Arg Asn Leu Leu Gly Lys Leu He Asn 
50 55 



<210> 26 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Lys Thr Arg Asn Arg 
1 5 



<210> 27 
<211> 15 



<212> PRT 

<213> Homo sapiens 



<400> 27 

Asp Ala Leu Phe Ser Tyr Val Glu Arg Phe Phe Ser Ser Pro Arg 

15 



1 




5 


10 


<210> 


28 






<211> 


591 






<212> 


PRT 






<213> 


Homo 


sapiens 




<400> 


28 






Met Glu Pro 


Ser Gly Ser Glu Gin Leu 


Phe 


1 




5 


10 



15 



Gly Lys Ser Gin Asp Ala Glu Ala Arg Lys Gin Thr Glu Ser Glu Gin 
20 25 30 



Lys Leu Ser Lys Met Thr His Asn Ala Leu Glu Asn lie Asn Val lie 
35 40 45 



Gly Gin Gly Leu Lys His Leu Phe Gin His Gin Arg Arg Arg Ser Ser 
50 55 60 



Val Ser Pro His Asp Val Gin Gin lie Gin Ala Asp Pro Glu Pro Glu 
65 70 75 80 



Met Asp Leu Glu Ser Gin Asn Ala Cys Ala Glu lie Asp Gly Val Pro 
85 90 " 95 



Thr His Pro Thr Ala Leu Asn Arg Val Leu Gin Gin He Arg Val Pro 
100 105 110 



Pro Lys Met Lys Arg Gly Thr Ser Leu His Ser Arg Arg Gly Lys Pro 
115 120 125 



Glu Ala Pro Lys Gly Ser Pro Gin He Asn Arg Lys Ser Gly Gin Glu 
130 135 140 



Met Thr Ala Val Met Gin Ser Gly Arg Pro Arg Ser Ser Ser Thr Thr 
145 150 155 160 



Asp Ala Pro Thr Gly Ser Ala Met Met Glu He Ala Cys Ala Ala Ala 
165 170 175 



Ala Ala Ala Ala Ala Cys Leu Pro Gly Glu Glu Gly Thr Ala Glu Arg 
180 185 190 



lie Glu Arg Leu Glu Val Ser Ser Leu Ala Gin Thr Ser Ser Ala Val 
195 200 205 



Ala Ser Ser Thr Asp Gly Ser He His Thr Asp Ser Val Asp Gly Thr 
210 215 220 



Pro Asp Pro Gin Arg Thr Lys Ala Ala He Ala His Leu Gin Gin Lys 
225 230 235 240 



He Leu Lys Leu Thr Glu Gin He Lys He Ala Gin Thr Ala Arg Asp 
245 250 255 



Asp Asn Val Ala Glu Tyr Leu Lys Leu Ala Asn Ser Ala Asp Lys Gin 
260 265 270 



Gin Ala Ala Arg He Lys Gin Val Phe Glu Lys Lys Asn Gin Lys Ser 
275 280 285 



Ala Gin Thr He Leu Gin Leu Gin Lys Lys Leu Glu His Tyr His Arg 
290 295 " 300 



Lys Leu Arg Glu Val Glu Gin Asn Gly He Pro Arg Gin Pro Lys Asp 
305 310 315 320 



Val Phe Arg Asp Met His Gin Gly Leu Lys Asp Val Gly Ala Lys Val 
325 330 ' 335 



Thr Gly Phe Ser Glu Gly Val Val Asp Ser Val Lys Gly Gly Phe Ser 
340 345 350 



Ser Phe Ser Gin Ala Thr His Ser Ala Ala Gly Ala Val Val Ser Lys 
355 360 365 



Pro Arg Glu He Ala Ser Leu He Arg Asn Lys Phe Gly Ser Ala Asp 
370 375 380 



Asn He Pro Asn Leu Lys Asp Ser Leu Glu Glu Gly Gin Val Asp Asp 
385 390 395 400 



Ala Gly Lys Ala Leu Gly Val lie Ser Asn Phe Gin Ser Ser Pro Lys 
405 410 415 



Tyr Gly Ser Glu Glu Asp Cys Ser Ser Ala Thr Ser Gly Ser Val Gly 
4 20 4 25 "* 4 30 



Ala Asn Ser Thr Thr Gly Gly He Ala Val Gly Ala Ser Ser Ser Lys 
435 440 445 



Thr Asn Thr Leu Asp Met Gin Ser Ser Gly Phe Asp Ala Leu Leu His 
450 455 460 



Glu He Gin Glu He Arg Glu Thr Gin Ala Arg Leu Glu Glu Ser Phe 
465 470 475 480 



Glu Thr Leu Lys Glu His Tyr Gin Arg Asp Tyr Ser Leu He Met Gin 
485 490 495 



Thr Leu Gin Glu Glu Arg Tyr Arg Cys Glu Arg Leu Glu Glu Gin Leu 
500 505 510 



Asn Asp Leu Thr Glu Leu His Gin Asn Glu He Leu Asn Leu Lys Gin 
515 520 525 



Glu Leu Ala Ser Met Glu Glu Lys He Ala Tyr Gin Ser Tyr Glu Arg 
530 535 540 



Ala Arg Asp He Gin Glu Ala Leu Glu Ala Cys Gin Thr Arg He Ser 
545 550 555 " 560 



Lys Met Glu Leu Gin Gin Gin Gin Gin Gin Val Val Gin Leu Glu Gly 
565 570 575 



Leu Glu Asn Ala Thr Ala Arg Asn Leu Leu Gly Lys Leu lie Asn 
580 585 ' J 590 



<210> 29 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Lys Thr Arg Asn Arg 
1 5 



<210> 30 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Asp Ala Leu Phe Ser Tyr Val Glu Arg Phe Phe Ser Ser Pro Arg 
15 10 15 



<210> 31 

<211> 806 

<212> DNA 

<213> Homo sapiens 

<400> 31 



tagaaccatg 


gggtggggac 


agtcgtgagg 


gagcgtggcc 


tggcggcgca 


gcggacgcgg 


60 


gcctggcctc 


ccgctcgcgg 


cctgtcgggg 


ctgggacctg 


ccgtcgcccc 


cgttcgaggt 


120 


tgaagccccg 


ggcctaggac 


tcgaccccca 


gcatcccacg 


gggcctcttt 


cctttcccgg 


180 


ctcattccgc 


tgtcattttg 


acctggggtt 


cccctccagc 


ccctcgcctc 


gttcccttcc 


240 


cagcatccca 


gggccgaggt 


attaatctct 


ggagaagaca 


catccacagt 


tagcactttc 


300 


ttcagatgct 


gacgctcggt 


gaacagttgc 


j_.l_.l_ L_ _ _ 

ctttggtcac 


aagatttaga 


agacacagtg 


360 


tccatcctcc 


cagattggat 


ctctttttca 


tatggatctt 


ctgtttctat 


gtctttttaa 


420 


aaaataactt 


tttgggaaac 


cttttggatt 


acaactgttc 


atcctcacct 


atgcaaagaa 


480 


agggaagcta 


ttgctgggat 


tttgaggaga 


tggtcctaga 


acaattggag 


attcatacgc 


540 


acacaaagaa 


cctcaaccct 


tacctcacac 


cagacacaaa 


agctaccttc 


aaataaatca 


600 


taggcctaac 


ttgaagagct 


aaaaccatgc 


aactccagaa 


agtttttgtc 


agaaagaaaa 


660 


tacaggagaa 


aatcttagtg 


accttggggt 


aggcaaagat 


ttcttaagac 


acaaaaagca 


720 


tgaagtataa 


aggggaaaaa 


atcgctaaat 


tggatttcat 


ccaagttaaa 


aacttttaat 


780 


ctttgaaaga 


tacctttaag 


aaaatg 








806 


<210> 32 

<211> 1877 

<212> DNA 

<213> Homo sapiens 












<400> 32 
ggtggttgtg 


ggggatggac 


cgggtgcggc 


ggccgcagtg 


gaaggagcag 


gcgcttgagc 


60 


tcgagcgacg 


gcgctggcgg 


agacgccggc 


tgctcctccc 


ctccccgccg 


gtattaatct 


120 


ctggagaaga 


cacatccaca 


gttagcactt 


tcttcagatg 


ctgacgctcg 


gtgaacagtt 


180 



gcct ttggtc 


acaagattt a 


gaagacacag 


tgtccatcct 


cccagattgg 


_ j_ —,4- _4_4_4_4_4_ 

atctcttttt 


O A C\ 

24 0 


catatggatc 


ttCLgtttct 


-f _f „f f f f f 
atgtcttttt 


aaaaaataac 


4-4-4-4_j_______ _ 

tttttgggaa 


_ __4_4_4_4_-_-__ 

accttttgga 


*3 C\ C\ 

JUL) 


ttacaactgt 


tcatcctcac 


ctatgcaaag 


aaagggaagc 


tattgctggg 


attttgagga 


OCA 


ggcagtccgt 


tgccactggg 


cagtatagat 


j_ 1 i_ _ J- 

atgttgtcca 


gcctgccatc 


actggactgt 


/i 0 a 

420 


agtt aaggtg 


gatgtcttgt 


ccagtctgct 


gccactgggc 


tgtatgtaag 


gaggttcttc 


/ion 

4 80 


t gtccacccc 


accgctactg 


gactctcttc 


cctgtagatg 


gtcctagaac 


aattggagat 


540 


tcatacgcac 


acaaagaacc 


tcaaccctta 


cctcacacca 


gacacaaaag 


ctaccttcaa 


/~ A A 

600 


ataaatcat a 


ggcctaactt 


gaagagct aa 


aaccatgcaa 


ctccagaaag 


4-4-4-4-4- «4- _ 

tt tttgtcag 


d C A 

660 


aaagaaaata 


caggagaaaa 


tcttagtgac 


cttggggtag 


gcaaagattt 


cttaagacac 


Ton 

/20 


aaaaagcatg 


aagtataaag 


gggaaaaaat 


cgctaaattg 


gatt tcatcc 


aagttaaaaa 


O O A 

780 


_4_4_4_4_-._4__4_ 

ctt ttaatct 


t tgaaagata 


cctttaagaa 


aatgaaaaag 


tacgccttgg 


gctgggagaa 


o40 


aat att tgca 


gaacgtgtgt 


ctgacagagg 


atgtgtatct 


agaagatata 


aagaattgta 


yuo 


aCLCadgadL 


t gaaagacaa 


cccca caaga 


aaagggggaa 


acaatttgaa 


taaagtt cat 


you 


caaagaa ua l 


aaatggcaaa 


taagcacatg 


aaaagat gcc 


caaagtcgta 


agtcattagg 


1 n 0 n 
1U2U 


gaaatataaa 


t ttaaacca t 


aatgagatac 


cactgcatac 


tccctagaat 


ggctgtaatg 


1 A O A 

1080 


aataggatt a 


gtcacatggt 


gacaagaatg 


gaggatcatc 


tggaactctc 


atacactgac 


1 1 in 

1140 


gataggaatg 


tgaaatggat 


caactacttt 


ggaagacaat 


tgggcagttt 


—..i_.i_.i_ 

ctttcaaagt 


1200 


aaatgtgaag 


at gccatacg 


_ 4— J— _ _, 4. _ _ _ 4. 

a utcatccat 


4_ — . — — 4_4_4_ ,-,4- — 

tccatttcta 


_4_4__4_4__.___, 

attattcaag 


agaaatgaaa 


1 A /"" A 

1260 


ctgt atatcc 


acaaaaaaga 


ctt gt acaca 


aacattcaca 


gcagctatta 


4-4-4- —.4-4- 4_ _ 

tttattggta 


T O O A 

li20 


atagctaaaa 


actgtaaaca 


gctcccatat 


ccatcaagtg 


tatggataaa 


_ _-._4_J_.l_ J_ 

caaatttggt 


1 O O A 

1380 


gtatttatac 


aatggaatac 


tact cggcaa 


taaaaagaac 


_ _ 4_ 4_ _ _ J_ _ _, 4_ 

agttgatact 


ctcaacaacc 


1 A A A 

1440 


tagatggacc 


tcaaaataat 


4_ _ , -_4_ 4_ 4- _ _ 4_ 

tcggt ttaat 


gaatgaagcc 


aaacttaaga 


agagtacatt 


1 C A A 

1500 


gtatgtactt 


ggagaactaa 


cttcttgcaa 


4- ___4_4_4_4_4_ _ 

taga ttttta 


agcactatta 


ggagcatatg 


T C tZ A 

1560 


actt aaacag 


tttttaaaag 


tcagggagta 


agtatgctt a 


aat aaaatac 


aatctgtgaa 


1 /"OA 

1620 


acaaatctct 


gaattattat 


cacttcactg 


gacactctaa 


cttgaccata 


tttctgactt 


1680 


taatgtaact 


cactcttatt 


ccgtagtcac 


atgtttgctt 


gctcattggt 


tcacattaca 


1740 


tttattcagc 


atctgcttga 


gccaaggcac 


tgtaactaca 


tgtttttttt 


agttacctac 


1800 


ttttgtaagg 


tcctgtttct 


ttggctacat 


ctgattacag 


taaacatagg 


aagtttaata 


1860 



aaacaatttt catgacc 



1877 



<210> 33 

<211> 2801 
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<400> 33 
gacacagtgt 


ccatcctccc 


agattggat c 


tctttttcat 


atggatcttc 


tgtttctatg 


c a 

60 


tctttttaaa 


aaataacttt 


t tgggaaacc 


LLttggatLa 


caactgttca 


tcctcaccta 


1 o a 

120 


tgcaaagaaa 


gggaagctat 


ugc l ggga l t 


ttgaggagct 


tttcctaaaa 


ggattgtaca 


180 


ccttagaagt 


gcttaaggaa 


gagtgatgaa 


gataggcatg 


aagccttcgt 


ctcacagctg 


O /I A 

24 0 


catgcgtagt 


cactgttgaa 


gcaaatgcct 


acctaatttg 


acactcttgg 


tgtgtttaaa 


300 


aaattttttt 


gagtttgcaa 


at aagcatat 


taagt ctact 


gatggagcct 


tcgggcagtg 


360 


aacagttatt 


tgaggaccct 


gatcctggag 


gcaaat ccca 


agatgcagag 


gccagaaagc 


420 


agacagaatc 


agaacaaaaa 


c Lgtc naaaa 


t gacccacaa 


tgctttggag 


aacattaacg 


480 


tgattggcca 


aggcttgaag 


catctctt cc 


agcaccagcg 


caggaggtca 


tcagtgtctc 


540 


cacatgatgt 


gcagcaaatt 


caggcagatc 


cagaacctga 


aatggatctg 


gaaagccaga 


600 


acgcatgtgc 


tgagattgat 


ggtgtcccca 


cccaccccac 


agctctgaat 


cgtgtcctgc 


660 


agcagattcg 


agtgccaccc 


aagatgaaga 


gagggacaag 


cttgcatagt 


aggcggggca 


720 


agccagaggc 


cccaaaggga 


agt ccccaaa 


tcaacaggaa 


gtctggtcag 


gagatgacag 


"1 O A 

780 


ctgttatgca 


gtcaggccga 


cccagg uc l u 


catccacaac 


tgatgcacct 


accggctctg 


O /I A 

84 0 


ctatgatgga 


aatagcttgt 


gciigcugc rg 


ctgctgctgc 


tgcatgtcta 


ccaggagagg 


AAA 

yoo 


agggaactgc 


ggagcggatc 


gaacggttgg 


aagtaagcag 


ccttgcccaa 


acatccagtg 


A C A 

960 


cagtggcctc 


cagtaccgat 


ggcagcatcc 


acacagact c 


tgtggatgga 


acaccagacc 


1 A A A 

1020 


ctcagcgcac 


aaaggctgcc 


a l cgcccacc 


tgcagcagaa 


gatcctgaag 


ctcacagaac 


1 A O A 

1080 


aaatcaagat 


tgcacaaaca 


gcccgggacg 


acaacgtt gc 


tgaatacttg 


aagcttgcca 


114 0 


acagtgcaga 


caaacagcag 


gctgcccgca 


tcaagcaagt 


ctttgagaag 


aagaaccaga 


1200 


aatctgccca 


aactatcctc 


cagctgcaaa 


agaaacttga 


gcactaccac 


aggaagctca 


1260 


gagaggtaga 


gcagaatggg 


atcccccggc 


agccaaagga 


tgtcttcagg 


gacatgcacc 


1320 


agggtctgaa 


ggatgtagga 


gcaaaggtga 


ctggcttcag 


tgaaggtgtg 


gtggatagtg 


1380 


tcaaaggtgg 


gttttccagc 


ttctcccagg 


ccacccattc 


agcagcaggc 


gctgtagtct 


1440 



caaagcccag 


agagattgcc 


tcactcattc 


ggaacaaatt 


tggcagtgca 


gacaacatcc 


1500 


ccaacctgaa 


ggactcttta 


gaggaagggc 


aagtggatga 


tgcggggaag 


gctttgggag 


1560 


tgatttcaaa 


ctttcagtct 


agcccaaaat 


atggtagtga 


agaagattgt 


tctagtgcca 


1620 


cttcaggctc 


agtgggagcc 


aacagcacca 


cagggggcat 


cgctgtagga 


gcatccagct 


1680 


ccaaaacaaa 


caccctggac 


atgcagagct 


caggatttga 


tgcactacta 


catgagatcc 


1740 


aggagatccg 


ggaaacccag 


gccagactag 


aggaatcctt 


tgagactctc 


aaggaacatt 


1800 


atcagaggga 


ctattcctta 


ataatgcaga 


ccttacagga 


ggagcgatat 


agatgtgaac 


1860 


gattggaaga 


acagctaaat 


gacctaacag 


agctccacca 


gaatgaaatc 


ttgaacttga 


1920 


agcaggaact 


ggcaagcatg 


gaagaaaaaa 


tcgcgtatca 


gtcctatgaa 


cgggcccggg 


1980 


acatccagga 


ggccctggag 


gcatgccaga 


cgcgcatctc 


caagatggag 


ctgcagcagc 


2040 


agcagcagca 


ggtggtgcag 


ctagaagggc 


tggagaatgc 


cactgcccgg 


aaccttctgg 


2100 


gcaaactcat 


caacatcctc 


ctggctgtca 


tggcagtcct 


tttggtcttt 


gtctccactg 


2160 


tagccaactg 


tgtggtcccc 


ctcatgaaga 


ctcgcaacag 


gacgttcagc 


actttattcc 


2220 


ttgtggtttt 


tattgccttt 


ctctggaagc 


actgggacgc 


cctcttcagc 


tatgtggaac 


2280 


ggttcttttc 


atcccctaga 


tgatgctggc 


acagaaggca 


ttgttcccta 


ccctctggcg 


2340 


agtgcatgca 


gcagagagtt 


agacagcaac 


ttacctactc 


tgaagttttc 


tacaacaaaa 


2400 


aaagagttga 


gtgaatctgt 


ttacatttag 


aataatgttt 


ttttcttcaa 


gagacgcaat 


2460 


tgcaatagta 


ttttttagat 


tttatccaag 


aagttttttg 


ggcgaaaatc 


ttggatcatt 


2520 


tttatgtagc 


atgattttcc 


ttgggatgca 


aatcttaaaa 


cagtccttta 


atatgaacca 


2580 


acaatctgga 


gcacaccgaa 


gggcaatcta 


aattgtggct 


tgaaggactg 


cactaaaacc 


2640 


cactaaaaag 


atgcgaaaac 


ctgatgaggg 


caaaccagtt 


aaacctaaca 


ccctgccttg 


2700 


tctgggctca 


tcacctctcc 


ctatcccaga 


ctaactttac 


tgtgaaatcc 


taccacattc 


2760 


catgtctgaa 


tttttggatt 


cggggtggat 


tttcgttgtc 


c 




2801 


<210> 34 

<211> 512 

<212> DNA 

<213> Homo sapiens 












<400> 34 
aaaactgtaa 


acagctccca 


tatccatcaa 


gtgtatggat 


aaacaaattt 


ggtgtattta 


60 


tacaatggaa 


tactactcgg 


caataaaaag 


aacagttgat 


actctcaaca 


acctagatgg 


120 



» 



acctcaaaat 


aattcggttt 


aatgaatgaa 


gccaaactta 


agaagagtac 


attgtatgta 


180 


cttggagaac 


taacttcttg 


caatagattt 


ttaagcacta 


ttaggagcat 


atgacttaaa 


240 


cagtttttaa 


aagtcaggga 


gtaagtatgc 


ttaaataaaa 


tacaatctgt 


gaaacaaatc 


300 


tctgaattat 


tatcacttca 


ctggacactc 


taacttgacc 


atatttctga 


ctttaatgta 


360 


actcactctt 


attccgtagt 


cacatgtttg 


cttgctcatt 


ggttcacatt 


acatttattc 


420 


agcatctgct 


tgagccaagg 


cactgtaact 


acatgttttt 


tttagttacc 


tacttttgta 


480 


aggtcctgtt 


tctttggcta 


catctgatta 


ca 






512 


<210> 35 

<211> 1447 

<212> DNA 

<213> Homo sapiens 












<400> 35 
gaaggcagta 


tagagactcc 


tatcaaggat 


aaagaagaac 


taaatagagt 


ttagtaacat 


60 


cgtaaaaagg 


atgtgaacga 


ttggaagaac 


agctaaatga 


cctaacagag 


ctccaccaga 


120 


atgaaatctt 


gaacttgaag 


caggaactgg 


caagcatgga 


agaaaaaatc 


gcgtatcagt 


180 


cctatgaacg 


ggcccgggac 


atccaggagg 


ccctggaggc 


atgccagacg 


cgcatctcca 


240 


agatggagct 


gcagcagcag 


cagcagcagg 


tggtgcagct 


agaagggctg 


gagaatgcca 


300 


ctgcccggaa 


ccttctgggc 


aaactcatca 


acatcctcct 


ggctgtcatg 


gcagtccttt 


360 


tggtctttgt 


ctccactgta 


gccaactgtg 


tggtccccct 


catgaagact 


cgcaacagga 


420 


cgttcagcac 


tttattcctt 


gtggttttta 


ttgcctttct 


ctggaagcac 


tgggacgccc 


480 


tcttcagcta 


tgtggaacgg 


ttcttttcat 


cccctagatg 


atgctggcac 


agaaggcatt 


540 


gttccctacc 


ctctggcgag 


tgcatgcagc 


agagagttag 


acagcaactt 


acctactctg 


600 


aagttttcta 


caacaaaaaa 


agagttgagt 


gaatctgttt 


acatttagaa 


taatgttttt 


660 


ttcttcaaga 


gacgcaattg 


caatagtatt 


ttttagattt 


tatccaagaa 


gttttttggg 


720 


cgaaaatctt 


ggatcatttt 


tatgtagcat 


gattttcctt 


gggatgcaaa 


tcttaaaaca 


780 


gtcctttaat 


atgaaccaac 


aatctggagc 


acaccgaagg 


gcaatctaaa 


ttgtggcttg 


840 


aaggactgca 


ctaaaaccca 


ctaaaaagat 


gcgaaaacct 


gatgagggca 


aaccagttaa 


900 


acctaacacc 


ctgccttgtc 


tgggctcatc 


acctctccct 


atcccagact 


aactttactg 


960 


tgaaatccta 


ccacattcca 


tgtctgaatt 


tttggattcg 


gggtggattt 


tcgttgtccg 


1020 


tggaagaaca 


catggatctc 


tctggctttc 


tcacccaagt 


tggccactta 


cgctaatcct 


1080 



ggaagtatga 


tcacttttga 


acctgcccct 


taaccttgac 


gaggatacaa 


aagtgaaagc 


1140 


atcatccccc 


aaaggatcac 


tgcacagtcc 


tactacagta 


tttttaagta 


gccctctaaa 


1200 


tacttaattt 


taagcaaaat 


cccttggccg 


cacttttaag 


gtttttttat 


atgtgtatag 


1260 


ttaccaacct 


aaaaataaaa 


aatccgaaca 


gcatacttga 


agaatgtaat 


actcaaactc 


1320 


tcagtgcttc 


cttatggttt 


ctaataggat 


tttttattat 


tgttattatt 


attattgggt 


1380 


ttttttggac 


agggttggga 


gggtctttta 


tttttccttt 


gaaataaaga 


agtgatgttt 


1440 


ttaaatg 












1447 


<210> 36 

<211> 1584 

<212> DNA 

<213> Homo sapiens 












<400> 36 
cgggtgcggc 


ggccgcagtg 


gaaggagcag 


gcgcttgagc 


tcgagcgacg 


gcgctggcgg 


60 


agacgccggc 


tgctcctccc 


ctccccgccg 


gtattaatct 


ctggagaaga 


cacatccaca 


120 


gttagcactt 


tcttcagatg 


ctgacgctcg 


gtgaacagtt 


gcctttggtc 


acaagattta 


180 


gaagacacag 


tgtccatcct 


cccagattgg 


atctcttttt 


catatggatc 


ttctgtttct 


240 


atgtcttttt 


aaaaaataac 


tttttgggaa 


accttttgga 


ttacaactgt 


tcatcctcac 


300 


ctatgcaaag 


aaagggaagc 


tattgctggg 


attttgagga 


gcttttccta 


aaaggattgt 


360 


acaccttaga 


agtgcttaag 


gaagagtgat 


gaagataggc 


atgaagcctt 


cgtctcacag 


420 


ctgcatgcgt 


agtcactgtt 


gaagcaaatg 


cctacctaat 


ttgacactct 


tggtgtgttt 


480 


aaaaaatttt 


tttgagtttg 


caaataagca 


tattaagtct 


actgatggag 


ccttcgggca 


540 


gtgaacagtt 


atttgaggac 


cctgatcctg 


gaggcaaatc 


ccaagatgca 


gaggccagaa 


600 


agcagacaga 


atcagaacaa 


aaattgtcta 


aaatgaccca 


caatgctttg 


gagaacatta 


660 


acgtgattgg 


ccaaggcttg 


aagcatctct 


tccagcacca 


gcgcaggagg 


tcatcagtgt 


720 


ctccacatga 


tgtgcagcaa 


attcaggcag 


atccagaacc 


tgaaatggat 


ctggaaagcc 


780 


agaacgcatg 


tgctgagatt 


gatggtgtcc 


ccacccaccc 


cacagctctg 


aatcgtgtcc 


840 


tgcagcagat 


tcgagtgcca 


cccaagatga 


agagagggac 


aagcttgcat 


agtaggcggg 


900 


gcaagccaga 


ggccccaaag 


ggaagtcccc 


aaatcaacag 


gaagtctggt 


caggagatga 


960 


cagctgttat 


gcagtcaggc 


cgacccaggt 


cttcatccac 


aactgatgca 


cctaccagct 


1020 


ctgctatgat 


ggaaatagct 


tgtgctgctg 


ctgctgctgc 


tgctgcatgt 


ctaccaggag 


1080 



aaatgccact 


gcccggaacc 


ttctgggcaa 


actcatcaac 


atcctcctgg 


ctgtcatggc 


1140 


agtccttttg 


gtctttgtct 


ccactgtagc 


caactgtgtg 


gtccccctca 


tgaagactcg 


1200 


caacaggacg 


ttcagcactt 


tattccttgt 


ggtttttatt 


gcctttctct 


ggaagcactg 


1260 


ggacgccctc 


ttcagctatg 


tggaacggtt 


cttttcatcc 


cctagatgat 


gctggcacag 


1320 


aaggcattgt 


tccctaccct 


ctggcgagtg 


catgcagcag 


agagttagac 


agcaacttac 


1380 


ctactctgaa 


gttttctaca 


acaaaaaaag 


agttgagtga 


atctgtttac 


atttagaata 


1440 


atgttttttt 


cttcaagaga 


cgcaattgca 


atagtatttt 


ttagatttta 


tccaagaagt 


1500 


tttttgggcg 


aaaatcttgg 


atcattttta 


tgtagcatga 


ttttccttgg 


gatgcaaatc 


1560 


ttaaaacagt 


cctttaatat 


gaac 








1584 


<210> 37 

<211> 2801 

<212> DNA 

<213> Homo sapiens 












<400> 37 
gacacagtgt 


ccatcctccc 


agattggatc 


tctttttcat 


atggatcttc 


tgtttctatg 


60 


tctttttaaa 


aaataacttt 


ttgggaaacc 


ttttggatta 


caactgttca 


tcctcaccta 


120 


tgcaaagaaa 


gggaagctat 


tgctgggatt 


ttgaggagct 


tttcctaaaa 


ggattgtaca 


180 


ccttagaagt 


gcttaaggaa 


gagtgatgaa 


gataggcatg 


aagccttcgt 


ctcacagctg 


240 


catgcgtagt 


cactgttgaa 


gcaaatgcct 


acctaatttg 


acactcttgg 


tgtgtttaaa 


300 


aaattttttt 


gagtttgcaa 


ataagcatat 


taagtctact 


gatggagcct 


tcgggcagtg 


360 


aacagttatt 


tgaggaccct 


gatcctggag 


gcaaatccca 


agatgcagag 


gccagaaagc 


420 


agacagaatc 


agaacaaaaa 


ttgtctaaaa 


tgacccacaa 


tgctttggag 


aacattaacg 


480 


tgattggcca 


aggcttgaag 


catctcttcc 


agcaccagcg 


caggaggtca 


tcagtgtctc 


540 


cacatgatgt 


gcagcaaatt 


caggcagatc 


cagaacctga 


aatggatctg 


gaaagccaga 


600 


acgcatgtgc 


tgagattgat 


ggtgtcccca 


cccaccccac 


agctctgaat 


cgtgtcctgc 


660 


agcagattcg 


agtgccaccc 


aagatgaaga 


gagggacaag 


cttgcatagt 


aggcggggca 


720 


agccagaggc 


cccaaaggga 


agtccccaaa 


tcaacaggaa 


gtctggtcag 


gagatgacag 


780 


ctgttatgca 


gtcaggccga 


cccaggtctt 


catccacaac 


tgatgcacct 


accggctctg 


840 


ctatgatgga 


aatagcttgt 


gctgctgctg 


ctgctgctgc 


tgcatgtcta 


ccaggagagg 


900 


agggaactgc 


ggagcggatc 


gaacggttgg 


aagtaagcag 


ccttgcccaa 


acatccagtg 


960 



cagtggcctc 


cagtaccgat 


ggcagcatcc 


acacagactc 


tgtggatgga 


acaccagacc 


1020 


ctcagcgcac 


aaaggctgcc 


attgctcacc 


tgcagcagaa 


gatcctgaag 


ctcacagaac 


1080 


aaatcaagat 


tgcacaaaca 


gcccgggacg 


acaacgttgc 


tgaatacttg 


aagcttgcca 


1140 


acagtgcaga 


caaacagcag 


gctgcccgca 


tcaagcaagt 


ctttgagaag 


aagaaccaga 


1200 


aatctgccca 


aactatcctc 


cagctgcaaa 


agaaacttga 


gcactaccac 


aggaagctca 


1260 


gagaggtaga 


gcagaatggg 


atcccccggc 


agccaaagga 


tgtcttcagg 


gacatgcacc 


1320 


agggtctgaa 


ggatgtagga 


gcaaaggtga 


ctggcttcag 


tgaaggtgtg 


gtggatagtg 


1380 


tcaaaggtgg 


gttttccagc 


ttctcccagg 


ccacccattc 


agcagcaggc 


gctgtagtct 


1440 


caaagcccag 


agagattgcc 


tcactcattc 


ggaacaaatt 


tggcagtgca 


gacaacatcc 


1500 


ccaacctgaa 


ggactcttta 


gaggaagggc 


aagtggatga 


tgcggggaag 


gctttgggag 


1560 


tgatttcaaa 


ctttcagtct 


agcccaaaat 


atggtagtga 


agaagattgt 


tctagtgcca 


1620 


cttcaggctc 


agtgggagcc 


aacagcacca 


cagggggcat 


cgctgtagga 


gcatccagct 


1680 


ccaaaacaaa 


caccctggac 


atgcagagct 


caggatttga 


tgcactacta 


catgagatcc 


1740 


aggagatccg 


ggaaacccag 


gccagactag 


aggaatcctt 


tgagactctc 


aaggaacatt 


1800 


atcagaggga 


ctattcctta 


ataatgcaga 


ccttacagga 


ggagcgatat 


agatgtgaac 


1860 


gattggaaga 


acagctaaat 


gacctaacag 


agctccacca 


gaatgaaatc 


ttgaacttga 


1920 


agcaggaact 


ggcaagcatg 


gaagaaaaaa 


tcgcgtatca 


gtcctatgaa 


cgggcccggg 


1980 


acatccagga 


ggccctggag 


gcatgccaga 


cgcgcatctc 


caagatggag 


ctgcagcagc 


2040 


agcagcagca 


ggtggtgcag 


ctagaagggc 


tggagaatgc 


cactgcccgg 


aaccttctgg 


2100 


gcaaactcat 


caacatcctc 


ctggctgtca 


tggcagtcct 


tttggtcttt 


gtctccactg 


2160 


tagccaactg 


tgtggtcccc 


ctcatgaaga 


ctcgcaacag 


gacgttcagc 


actttattcc 


2220 


ttgtggtttt 


tattgccttt 


ctctggaagc 


actgggacgc 


cctcttcagc 


tatgtggaac 


2280 


ggttcttttc 


atcccctaga 


tgatgctggc 


acagaaggca 


ttgttcccta 


ccctctggcg 


2340 


agtgcatgca 


gcagagagtt 


agacagcaac 


ttacctactc 


tgaagttttc 


tacaacaaaa 


2400 


aaagagttga 


gtgaatctgt 


ttacatttag 


aataatgttt 


ttttcttcaa 


gagacgcaat 


2460 


tgcaatagta 


ttttttagat 


tttatccaag 


aagttttttg 


ggcgaaaatc 


ttggatcatt 


2520 


tttatgtagc 


atgattttcc 


ttgggatgca 


aatcttaaaa 


cagtccttta 


atatgaacca 


2580 


acaatctgga 


gcacaccgaa 


gggcaatcta 


aattgtggct 


tgaaggactg 


cactaaaacc 


2640 


cactaaaaag 


atgcgaaaac 


ctgatgaggg 


caaaccagtt 


aaacctaaca 


ccctgccttg 


2700 



tctgggctca tcacctctcc ctatcccaga ctaactttac tgtgaaatcc taccacattc 2760 
catgtctgaa tttttggatt cggggtggat tttcgttgtc c 2801 
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<220> 

<221> misc_feature 

<222> (201) . . (201) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (211) . . (214) 

<223> n is a, c, g, or t 

<400> 38 . 



gatgagggca 


aaccagttaa 


acctaacacc 


ctgccttgtc 


tgggctcatc 


acctctccct 


60 


atcccagact 


aactttactg 


tgaaatccta 


ccancattcc 


atgtctgaat 


ttttggattc 


120 


ggggtggatt 


ttcgttgtcc 


gtggaagaac 


acatggatct 


ctctggcttt 


ctcacccaag 


180 


ttggccactt 


acgctaatcc 


nggaagtatg 


nnnncttttg 


aacctgcccc 


ttaaccttga 


240 


cgaggataca 


aaagtgaaag 


catcatcccc 


caaaggatca 


ctgcacagtc 


ctactacagt 


300 


atttttaagt 


agccctctaa 


atacttaatt 


ttaagcaaaa 


tcccttggcc 


gcacttttaa 


360 


ggttttttta 


tatgtgtata 


gttaccaacc 


taaaaataaa 


aaatccgaac 


agcatacttg 


420 


aagaatgtaa 


tactcaaact 


ctcagtgctt 


cct 






453 



